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stay updated on Genome Sequencer 
20 System 
H Djiywnlpad the new brochure 
3 Reference: www . nature-corn 



System description 



Revolutionize Whole Genome Sequencing and Assembly 

The Genome Sequencer 20 System uses a revolutionary technology, producing more than 20 million raw bases per 5.6- 
hour run on a single instrument. The software included with the Genome Sequencer 20 System enables mapping or tfe 
novo assembly tor whole genome shotgun sequencing of genomes up to 50 megabases. Many biologically meaningful anc 
complex regions of gengmes can be analyzed with this system without the time or cost constraints of current DNA- 
sequendng methods. Tlie Genome Sequencer 20 System provides an enabling solution for ultra-hlgh-throughpul DNA 
sequencing. In the future, sequencing of complete eukaryoUc genomes or high-throughput re-sequendng of human genes 
within the framework of drug targeting will be possible. 

Perform rapid, efficient amplification and sequencing In plcoliter format with massive parallelization. 



Benefitd 
B Fast 

Sequence more than 20 million bases per 5.5-hour Instrument njn. 

Q Cost-EfTectlve 

Benefit from reduced cost per base compared to conventional 
Sanger technology. 

3 Simple 

Perfonn sequencing mns with an easy-to-use instrument requiring 
minimal steps. 
9 Efficient 

Sequence a typical bacterial genome in days with one person — 
without doning and colony picking. 

& Convenient 

Use the complete system sduUon — from sample preparation to 
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data mapping or assembly. 




Rgure 1 : The Genome Sequencer 20 
Instrument 



DISCLAIMER OF LICENSE: The product Is optimized for use in Ute poTymer^ee chain readion (PCR) covered by patents owned by F. Hoffmdniv 
La Rocha Ltd. Mo license under these patents to use the PCR Process Is conveyed expressly or by implication to Uie purchaser t>y the purchase of 
this produd. A license to use the PCR Process for certain research and development activities accompanies the purchase of certain Roi^e, 
Applied Blosystems or other licensed suppliers' reagents when used in conjunction with an authonzed thermal cycior, or Is avallaMa from Applied 
BiosyE|em$. Furlher informBtion on purchaecng licsn&ea may be cbLained by conladlng the Director of Licensing at Applied Biosystems, 650 
Lincoln Centre Or.. Foster City, California 94404, USA. 



Restriction of Us9. A$ a coTtditiOn pf ssto Of thi$ product, purchaser agrees not to use the Instrument to perform less than 10,000 sequencing 
reactions on a sample or samples In a single sequencing run. Failure to comply with this restriction will r^^uit in an infringement of patent rights and 
other Intellectual property rights of seller or third parties and a breach or the terms of the sale of this product 

PICOTFTERPIATE Is a trademark of 454 Life Sciences. Branford. CT. USA. 
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